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Genomic probes were used to investigate hepatitis A virus (HAV) and enterovirus
RNAs in two types of shellfish from natural beds (Atlantic coast, France). After
elution concentration, nucleic acid extracted by proteinase K and purified by
phenol-chloroform and ethanol precipitation was assayed by dot blot hybridization.
The probes used were a specific HAV probe corresponding to the 3' end (3D
polymerase coding region) and an enterovirus probe corresponding to the 5'
noncoding region. The method was first tested under experimental conditions by
using virus-spiked shellfish before being applied under field conditions. Our results
show that shellfish were highly contaminated: enterovirus and HAV RNAs were
found in 63 and 67%, respectively, of samples examined with the riboprobes. On
the same site, viral (HAV and enterovirus) RNAs were found in a larger fraction of
cockles than mussels. Statistical tests of dependence showed no relationship
between viral contamination and bacterial contamination (evaluated by fecal
coliform counts).
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